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eDNA monitoring: methodology

Major concern: inaccurate biodiversity detection from DNA

transport through water movement.

Water sampling DNA filtration

DNA extraction

DNA sequencing

Computational analysis

eDNA monitoring: biodiversity detection through DNA 

signals obtained from environment.



Accuracy of the eDNA monitoring method
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Small overlap in species detection shows limitations in 
both survey methods.



Conclusions

eDNA can become a powerful tool to aid conservation management strategies.

 Used by ecologists in conjunction with established methods

1. Easy-to-follow guidelines for field and lab work.

2. Semi-automated computational pipeline for data-analysis.

Minimal training is needed: providing the necessary information



Workshops

Laboratory procedures Computational analysisSampling procedures



eBook

Oscar Ortega



Workshops eBook Collaboration

Collaborative projects: setting up, advancing, or promoting eDNA research
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